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The signaling starts after binding of the ligand to the receptors at the membrane. The active
receptor complex is able to phosphorylate the receptor-activated Smads. The phosphorylated
Smads build a complex with the common Smad4. The complexes translocate to the nucleus to
activate or repress genes. The map shows the enhancing of the production of the inhibitory
Smad7. Smad7 binds to the active receptor on the same binding side as the receptor-activated
Smads to inhibit their phosphorylation.
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